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Complete Abstract: 
This technical report describes preliminary research investigating the relationship between information 
theory and Bayes' theory for estimation of the probability of clone overlap for the use in DNA restriction 
mapping. A number of languages (along with information theoretic metrics) capable of describing a 
hypothesized overlap are presented. For each language, the MML criterion is applied to the encoded 
overlaps of a pair of clones to search for that overlap which is most probable. The objective is to order the 
pair's encoded overlaps, based on the MML criterion, from the most to the least probable. This ordering is 
compared to the ordering suggestion by the Bayesian probabilistic approach. 




























